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Forward-looking statements and disclaimer

This presentation contains forward-looking statements within the meaning of the Private Securities Litigation Reform Act
of 1995, as amended, including statements regarding: the advancement of Moderna's programs under clinical
development; the efficacy, safety and tolerability of Moderna's vaccine and therapeutic candidates; the potential for
Moderna's oncology programs to address unmet medical needs; and potential developments as a result of
collaborations with third parties. In some cases, forward-looking statements can be identified by terminology such as
“will,” “may,” “should,” “could,” “expects,” “intends,” “plans,” “aims,” “anticipates,” “believes,” “estimates,” “predicts,
“potential,” “continue,” or the negative of these terms or other comparable terminology, although not all forward-
looking statements contain these words. The forward-looking statements in this presentation are neither promises nor
guarantees, and you should not place undue reliance on these forward-looking statements because they involve
known and unknown risks, uncertainties, and other factors, many of which are beyond Moderna’s control and which
could cause actual results to differ materially from those expressed or implied by these forward-looking statements.
These risks, uncertainties, and other factors include, among others, those risks and uncertainties described under the
heading “Risk Factors” in Moderna’s Annual Report on Form 10-K for the fiscal year ended December 31, 2023, filed
with the U.S. Securities and Exchange Commission (SEC), and in subsequent filings made by Moderna with the SEC,
which are available on the SEC's website at www.sec.gov. Except as required by law, Moderna disclaims any intention
or responsibility for updating or revising any forward-looking statements contained in this presentation in the event of
new information, future developments or otherwise. These forward-looking statements are based on Moderna’s current
expectations and speak only as of the date of this presentation.
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Revolutionizing immuno-oncology with mRNA
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Agenda
INT: fransforming cancer  Kyle Holen
care Senior Vice President, Development, Oncology and Therapeutics
Individualized Michelle Brown

Neoantigen Therapy (INT) Vice President, Portfolio Leadership, INT

Early-stage clinical Kyle Holen

oncology programs Senior Vice President, Development, Oncology and Therapeutics
External research Rose Loughlin

partnerships Senior Vice President, Research and Early Development
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Checkpoint inhibitors have had a dramatic impact on cancer tfreatment
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Despite success with checkpoint inhibitors, unmet medical need exists

Anti-PD-L1/PD-1 response rates among various

tumor types!
Glioblastoma Head and neck
(11%) / cancer (15%)
Melanoma Lung cancer

(30%) (20%)

Gastric cancer
(11%)

Breast cancer
(12%)

Liver cancer Sarcoma (8%)

(19%)
Urothelial I~ Renal cancer
cancer (20%) \ \ (23%)
Ovarian cancer Colorectal
(9%) cancer (3%)
Lymphoma
(62%)

© 2024 Moderna, Inc. All rights reserved.

Response rates to ICls
typically range from
10% to 30% depending
on the tumor type!-3

1.Zhao B, et al. Ther Adv Med Oncol.
2020;12:1-22; 2. Sun JY, et al. Biomark Res.
2020;8:35; 3. Zhang T, et al. Oncotarget.
2016;7(45):73068-73079.
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INT may meet the unmet need by specifically harnessing
T-cells
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Approved checkpoint indications
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Individualized Neoantigen
Therapy (INT)

Michelle Brown
Vice President, Portfolio Leadership, INT
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Phase 2 INT adjuvant melanoma
study: 3-year update

Reprise of ASCO 2024 presentation
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2024 ASCO

ANNUAL MEETING

Individualized neoantigen therapy mRNA-4157
(V940) plus pembrolizumab in resected melanoma:
3-year update from the mRNA-4157-P201
(KEYNOTE-942) trial

Jeffrey S. Weber,' Muhammad Adnan Khattak,2 Matteo S. Carlino,? Tarek Meniawy,* Matthew H. Taylor,” George Ansstas,®
Kevin B. Kim,” Meredith McKean,? Ryan J. Sullivan,’ Mark B. Faries,'° Thuy Tran,' C. Lance Cowey,'? Theresa M. Medina,!*
Jennifer M. Segar,'* Victoria Atkinson,'® Geoffrey T. Gibney,'® Jason J. Luke,” Elizabeth I. Buchbinder,'® Georgina V. Long,"®
INT Researchand Development Author Group,?>2'2Robert S. Meehan?®

=Manju Morrissey.?® Igor Feldman.?® Vasudha Sehgal ?® Huzhang Mao,?® Jia Guo.?® Min Liu.2® Anjali Rao.?® Wei Zheng.?® Praveen Aanur,?® Lakshmi Srinivasan,®® Mo Huang.?' Tal Zaks.?®
Michelle Brown 2 Tracey Posadas2?

"Laura and Isaac Perlmutter Cancer Center at NYU Langone Health, New Yaork, NY, USA; 2Hollywood Private Hospital and Edith Cowan University, Perth, Australia; *Melanoma Institute
Australia and Westmead Hospital, Sydney, Australia; *Saint John of God Subiaco Hospital, Subiaco, Australia; *Earle A. Chiles Research Institute, Portland, OR, USA; ®Washington University
School of Medicine, St Louis, MO, USA; "California Pacific Medical Center Research Institute, San Francisco, CA, USA; #Sarah Cannon Research Institute, Nashville, TH, USA; ®Massachusetts
General Hospital, Boston, MA, USA: ""The Angeles Clinic and Research Institute, Los Angeles, CA, USA; ""ale-Mew Haven Hospital, New Haven, CT, USA; "“Baylor Charles A Sammons
Cancer Center, Dallas, TX, USA; "“*University of Colorado, Aurora, CO, USA; "University of Arizona Cancer Center, Tucson, AZ, USA; "Princess Alexandra Hospital, Woolloongabba, Australia;
"®Lombardi Comprehensive Cancer Center, Washington, DC, USA; ""TUPMC Hillman Cancer Center, Pittsburgh, PA, USA; "®Dana-Farber Cancer Institute, Boston, MA, USA; "*Melanoma
Institute Australia, Sydney, Australia; ©Moderna, Inc, Cambridge, MA USA: ZMerck & Co_, Inc., Rahway, MJ, USA
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Spenscred by Moderna, Inc., in collaboration with Merck Sharp & Dohme LLC, a subsidiary of Merck & Co., Inc., Rahway, NJ, USA.
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Background/Introduction

Ricel . mRNA-4157 (V940) is a novel, mRNA-based
individualized neoantigen therapy designed to
increase endogenous antitumor T-cell responses
by targeting unique patient tumor mutations

i : Proteasome
2%

1 «

Ué(.\‘ — ¥ Neoantigens

In the primary analysis of the phase 2 mRNA-
4157-P201 (KEYNOTE-942) trial (median planned

BT mRNA is follow-up, 23 months), patients with completely
—— i resected high-risk stage IlIB—IV cutaneous

— e — 2 melanoma receiving mRNA-4157 + pembrolizumab
— A : T R | 2

5'Ragian; Codng Region (ORF).  ¥/Raglon : S . had prolonged RFS and DMFS versus

SN pembrolizumab alone’
- Endophsnio C eolg
Cytosol Nucleus (gbculurn N c; %

Objective: Assess 3-year median planned follow-up (median [range], 34.9 [25.1-51.0] months)

DMFS, distant metastasis-free survival; RFS, recurrence-free survival.
1. Weber JS, etal. Lancet. 2024;403:632-844.

2024 ASCO  PIRTIIVY  rresoneoox. Jefiiey S Weber, MD, PhD ASCOQ sz
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< MRNA-4157-P201/KEYNOTE-942 (NCT03897881) study design
©) Randomized, phase 2, open-label study in patients with adjuvant resected melanoma at high risk of recurrence
O
E Combination treatment arm: mRNA-4157 (V940) + pembrolizumab 4 )
) Up to 1 year of pembrolizumab treatment . .
O rl{ey eligibility criteria mRNA-4157 (V940) 1 mg IM Q3W for up to 9 doses + Prlmarglfqle:gdpomt.
) — pembrolizumab 200 mg IV Q3W for up to 18 cycles
2 + Resected stage lIIB,2 (n = 107)
IC, D, or IV cutaneous 5 :
melanoma ® Secondary endpoints:
e}
« Complete surgical resection E ) . DMFS,
within 13 weeks prior to — S [~ Stratified by disease stage® safety, tolerability
first pembrolizumab dose E
+ Disease free at study entry ; _ Follow-up:
« ECOGPS score 0—1 Control treatment arm: pembrollzumab monotherapy up to 5 years following
. Tissue available for NGS Up_ to 1 year of pembrolizumab treatment the first dose of
\_ J Pembrolizumab 200 mg IV Q3W for up to 18 cycles pembrolizumab
(n =50)
. J
Designed with 80% power to detect a hazard ratio of 0.5 with 40 RFS events (with a 1-sided alpha of 0.1 per protocol)
Primary analysis triggered after a minimum of 1-year planned follow-up® (November 14, 2022 data cut) and at least 40 RFS events
have been observed. DMFS analysis was prespecified for testing following positive RFS in the ITT population
Supportive analysis was triggered after a minimum of 2 years of planned follow-up® (November 3, 2023 data cut)
Median planned follow-up®: ~3yrs
“Fatients with stage |1|1B disease were eligible only if relapse occurred within 2 months of prior surgeny of curative intent; ®According to the Eth edition of the American Joint Committes on Cancer Staging Manual “Defined as the time from the first dose date (or date of randomization if not
treated) todate of clinical cut-off.
ECOG PS, Eastemn Ceoperative Oncology Group performance status; |M, intramuscular; ITT, intent-to-treat; 1V, intravenous; NGE, next-generation sequencing; QIW, every 3 wesks.
2024 ASCO PIVIOTl  rreen e Jeffiey S. Weber, MD, PhD ASCO uusrsesns
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Sustained improvement of RFS primary efficacy endpoint

1004 —

= + Censored
= i . | 79.4%  T6.6%  74.8%
E 80 - ' I |

|
E 60 ';517'2 'A16.6 'A19.2 o o o
& 62.2%' ! !
EI ll: 600%: 556%:
c 40 | | 1
o I 1 1
‘5 I I |
g 27 : : :

1 1 I

0 - T |I |I |I T T
0 6 12 18 24 30 36 42 43 54
Patients at risk Time from first dose of pembrolizumab (months)
mRNA-4157 (V340) + 407 87 83 77 52 29 12 6 1 0
pembrolizumab
Median Events, Hazard ratio
(95% Cl), months % (n/N) (95% CI)2
MRNA-4157 (V940) +
pembrolizumab NE 23.4(25101) 0.51 [L(E%B;;?;gnﬁ]
42.51(16.59-NE) 44.0(22/50) )

“The hazard ratio and 35% C| for mRMA-4157 (W340) + pembrolzumsb versus pembrolzumsab were estimated using 5 Cox proportional hazards mods| with trestment group 35 3 covariste, stratified by disssss stage (stages |11B or [11C or 11D vs stage V) usad for randomization. The P
walue is based on a 2-sided leg-rank test stratified by disease stage (stages 1B or [[1C or [1ID vs stage V) used for randomization; “Formal hypothesis testing of RFS was performed using November 2022 data cut. P value reported above used the November 2022 data cut; it's nominal and

not fior formal hypothesis testing. ME, not estimabile.
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< Sustained improvement of DMFS secondary endpoint
®
=® 90.9% 89.3% 89.3%
O = 1007 ==y e ol o + Censored
- = t Wy e M,
— = 1 1 1 -t
() € 30- 1A14.1 1 A15.1 1A20.6
S o 76.8%: 7429 o
s £ 604 . P 68.7%!
ﬁ:, 1 1 1
I | | |
B 404 : : :
] I I I
g I I I
E 20 H I I I
c 1 1 1
ﬁ | | |
E 0- T T T |I I| I| T T T T
0 6] 12 18 24 30 36 42 48 54
Patients at risk Time from first dose of pembrolizumab (months)
mRNA4157 (V340) + 107 89 82 78 52 30 12 6 1 0
pembrolizumab
Median Events, Hazard ratio
(95% CI), months % (n/N) (95% CI)2
MRNA-4157 (V940) +
- NE 10.3(11/107 -
pembrolizumab ( ) 0'38119';-{0%‘ 52'858]
NE 26.0(13/50) '
“The hazard ratio and 35% C| for mRNA-4157 (W340) plus pembrolzumsb versus pembrolzumab were estimsted using 3 Coot proportions] hazards model with trestment group 3= 3 covarniate, stratified by disesse stage (stages |11Bor 11T or 111D vs stage V) used for randomization. The P
walue is based on 3 2-sided log-rank test stratified by disesss stage (stages |1IB or [1IC or |10 vs stage V) used for randomization; “Formal hypothesis testing of DMFS was performed using Mowembser 2022 dsts cut. P walus reported sbowe usad the Mowvembser 2023 dsts cut; it's nominal and
nat fior fermal hypathesis testing.
2024 ASCO PIVIOTl  rreen e Jeffiey S. Weber, MD, PhD ASCO uusrsesns
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2 Overall survival shows encouraging trend with mRNA-4157 (V940) +
® pembrolizumab
g 100 1 : + Censored
6 i
go) = 80 :
o) - .
> 2 60 :
[ 1
= 1
S 40 !
8 |
20 !
1
1
1
0 T T T T T T T T T
0 6 12 18 24 30 36 42 48 54
Patients at risk Time from first dose of pembrolizumab (months)
RN embrottzumaty 107 100 92 90 65 35 14 : 1 0
Median Events, Hazard ratio
(95% CI), Months % (n/N) (95% CI)2
mMRNA-4157 (V940) +
. NE 3.7 (41107
pembrolizumab ( ) 0.425(0.114-1.584)
NE 10.0(5/50)
“The hazard ratie and 35% Cl for mRMA-415T (WV240) plus pembrolzumab versus pembrolizumab were estimated using a Cosx proportionsl hazards model with treatment group as a covarniate, stratified by disease stage (stages 1B or 111G or |10 vs stage V) used for randomization.
' eresenten ev. Jeffrey S. Weber, MD, PhD ey
ig%‘tﬁﬁﬁgg Présentabion is property of the author and ASCO. Permisson i edquingd for reuse; contadl permissioniasco ong é&&gnouns CAMCER
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Biomarker analyses suggest mRNA-4157 (V940) + pembrolizumab
may benefit a broad patient population
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100 A
. mRMA-4167(V340) + pembrolizumab;
+ HLAclass | plays a key rolein < homozygous in = 1 locus
CD8T cellimmunosurveillance S 754 "——1_.__..1 mRNA-4157 (V940) + pembrolizumab
g heterozygous at all loci
+ HLAdiversity has been linked =
with differentialimmune ? 5o 4
responses to infectionand o |
autoimmune diseases s Pembrolizumab I
L. L 3 25 homozygous in = 1 locus Pemcrclizuma:_
+ No significant associations - heterozygous at all loci
betweenindividual HLA alleles b
and RFS were observed for 0 -
mMRNA-4157 + pembrolizumab ' ' T ' T T T ' '
P 0 §] 12 18 24 30 36 42 48 54
) ) Time from first dose (months)
Patients at risk=
mRNA-4157 (V940) + pembrolizumab; heterozygous at all loci® 74 g2 58 55 42 24 8 4 0 0
mMRMNA-4157(V940)} + pembrolizumab; homozygousin = 1 locuss 31 25 25 22 10 5 4 2
Pembrolizumab; heterozygous at all loci® 34 H 28 22 21 10 ] 2 0 0
Pembrolizumab; homozygous in = 1 locuse 15 10 9 7 6 0 0 0 0 0

The benefit of MRNA-4157 (V940) + pembrolizumab continued to be observed irrespective of PD-L1, TMB, and ctDNA status,? as presented previously

Maote: In 3 large dstssst, HLA diversity has not besn shown a= 3 determinant of responss to pembrolzumsb.
afinzhyses are based on subpopulation with HLA data {n = 184} and excluded 3 patients who did not receive trestment in either arm; "HLA heteromypgous: heterozygous at all HLA-AB/C loci; “HLA homezygous: homozygous atz 1 locus of HLA-A, HLA-B, and HLA-C; “Supportive anahysis
RFS HR {25% CI) for mRMA-4157 + pembrolzumab versus pembrolzumab in TMB-high: 0.564 (0.253-1.258); TME-non-high: 0.571 {0.245-1.331); PD-L1-positive: 0.471 (0.226-0.975); PD-Li-negative: 0.147 (0.024-0.630); and ctDNA-negative: 0.207 {0.091-0.470) subgroups, ctDNA-

positive HR was not estimable. CD, cluster of dif ferentiation; ctDMA, circulating tumar DMA; HLA, human leukocyte antigen; FD-L1, programmed death igand 1; TME, tumor mutational burden.
1. Chhibber &, 2t &l immunity 2022,55:55-54 =4,

2024 ASCO presenten ev: Jeffrey S. Weber, MD, PhD ASCO uusrsesns
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O
% 3-year safety follow-up on safety demonstrates a manageable profile
consistent with the primary analysis
©)
O _ MRNA-4157 (V940) + pembrolizumab (n = 104) Pembrolizumab (n = 50)
E Event, n (%) Any grade Grade >3 Any grade Grade =3
% Any AE 104 (100%) 36 (34.6%) 46 (92.0%) 18 (36.0%)
'e) Any treatment-related AE 104 (100%) 26 (25.0%) 41 (82.0%) 10 (20.0%)
> Serious AE2 15 (14.4%) 5 (10.0%)
Immune-related AE® 30 (37.5%) 11 (10.6%) 18 (36%) 7 (14.0%)
n (%)
Patients with mRNA-4157 (V940)-related AE® 35 (33.7%) 51 (49.0%) 12 (11.5%) 0 98 (94.2%)
Fatigue 40 (38.5%) 18 (17.3%) 5 (4.8%) 0 63 (60.6%)
Injection site pain 37 (35.6%) 22 (21.2%) 0 0 59 (56.7%)
Chills 48 (46.2%) 3 (2.9%) 0 0 51 (49.0%)
Pyrexia 34 (32.7%) 15 (14.4%) 1 (1.0%) 0 50 (48.1%)
Headache 20 (19.2%) 13 (12.5%) 0 0 33 (31.7%)
Injection site erythema 29 (27.9%) 4 (3.8%) 0 0 33 (31.7%)
Influenza-like iliness 21(20.2%) 10 (9.6%) 0 0 31 (29.8%)
Nausea 23 (22.1%) 3 (2.9%) 0 0 26 (25.0%)
Myalgia 16 (15.4%) 5 (4.8%) 1 (1.0%) 0 22 (21.2%)
Safety analyses were conducted in the safety population, which was defined as all randomily assigned patients who received 2 1 dose of trestment. Grading per National Cancer Institute Commen Terminclegy Criteria for Adverse Events version 5.0, “Sarious AEs were not evaluated by toxicly
grade; “Based on established list of pembrolzumab immuns-related AEs (CMQ Pembrolzumsb AEOQS!); “mRNA-415T7 (W340)—relsted AEs included events sttributed by the investigstor to mRNA-415T7 (W340) slons a5 well 35 events sttributed to both mRMA-415T (W340) and pembrolzumab.
AE, adverse event; AEQS!, adverse event of special interest; CMQ, customized MedDRA gueries.
2024 ASCO presenten av: Jeffrey S. Weber, MD, PhD ASCO uusrsesns
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Conclusions

MRNA-4157 (V940) + pembrolizumab demonstrated a durable clinically significant
improvement in RFS & DMFS compared with standard of care pembrolizumab in high-risk
resected melanoma, with a 49% reduction in the risk of recurrence or death and a 62%
reduction of distant recurrence or death with 3 years of follow-up
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3-year exploratory endpoint showed an encouraging trend in overall survival with the
combination versus pembrolizumab monotherapy

MRNA-4157 (V940) + pembrolizumab has a manageable safety profile without potentiation of
immune-related AEs compared with pembrolizumab monotherapy

Translational analyses suggest mRNA-4157 (V940) + pembrolizumab may benefita broad
patient population irrespective of the status of PD-L1, TMB, ctDNA, and HLA heterozygosity

2024 ASCO  [IVITIVY ooy Jeffiey S. Weber, MD, PhD ASCO uusrsesns
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. Improved RFS and DMFS observed with mRNA-4157 (V940) and pembrolizumab
] n n n
2 brol b th t f basel tDNA stat
< versus pembnrolizumab monotnerapy irrespective or oaseiine ¢ Status
© RFS in patients with high-risk melanoma by baseline ctDNA status DMFS in patients with high-risk melanoma by baseline ctDNA status
5 P g
+ Censored
- 100 100 PP aHE
e + Censored )
q) ctDNA negative
e e mRNA-4157 + pembrolizumab
© ciDNA negative
O 80 A mMRNA-4157 + pembrolizumab 80 A
— 60 A — 60 A :
bo ctDNA negative bo —tt ;?,:Q:ﬁi?:;ﬁ
@ 1 pembrolizumab Q 1
& =
40 4 Z 40 |
| ctDNA positive _
20 MRNA-4157 + pembrolizumab 20
ctDNA positive ciDNA positive ciDNA positive
0 pembrolizumab 0 pembrolizumab mRNA-4157 + pembrolizumab
0 20 40 60 80 100 120 140 160 180 0 20 40 60 80 100 120 140 160 180
Time from first dose of pembrolizumab (weeks) Time from first dose of pembrolizumab (weeks)
Number at risk Number af risk
ctDNA negative mRNA-4157 + pembrolizumab 77 72 69 57 38 18 15 6 1 ctDNA negative mRNA-4157 + pembrolizumab 77 73 69 57 38 18 15 6 1
CctDNA negative pembrolizumab 33 29 27 25 17 6 4 0 0 ctDNA negative pembrolizumab 33 30 28 26 18 7 4 0 0
CtDNA positive mRNA-4157 + pembrolizumab 13 7 5 5 3 1 1 1 0 ctDNA positive mRNA-4157 + pembrolizumab 13 8 6 5 3 1 1 1 0
ctDNA positive pembrolizumab 2 0 0 0 0 0 0 0 0 ctDNA positive pembrolizumab 2 0 0 0 0 0 0 0 0
mRNA-4157 (V940) + mRNA-4157 (V940) +
MRNA-4157 (V940) + pembrolizumab pembrolizuma(?)/ vers)us L% T D pembrolizumab pembrolizumab versus
I[Exambrollz;ilmoab Events, N (%) pembrolizumab Eg;bt;d";u(wﬁ\s Events, % (n/N) pembrolizumab
vents, /N (%) HR (95% CI) b HR (35% CI)?
ctDNA positive 10/13 (76.9) 2/2 (100) NE ctDNA positive 615 (8/13) 100 (2/2) NE
CtDNA negative 8177 (10.4) 15/33 (45.5) 0.225 (0.095-0.531) CIDNA negative 13am) 21:3(933) 0.043 (0.006-0.380)
MADRID Dngress ctDNA was NE at baseline for 20.4% (32/157) patients from this study due to unavailability of the sample at baseline (NRNA-4157 (V940) + pembrolizumab, n = 15; pembrolizumab monotherapy, n = 14) or insufficient number of RaDaR® (Inivata) variants
2023 identified by WES (quality control flag: MRNA-4157 (V940) + pembrolizumab, n = 2; pembrolizumab monotherapy, n = 1). Results limited by small sample size and event number.
9 CtDNA, circulating tumor DNA; DMSF, distant metastasis-free survival; HR, hazard ratio; mRNA, messenger RNA; NE, not evaluable; RFS, recurrence-free survival; WES, whole exome sequencing.
Khattak A, et al. Presented at the American Society of Clinical Oncology® (ASCO) Annual Meeting; June 2-6, 2023; Chicago, IL, USA. LBA9503.
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Longitudinal ctDNA measurements fall into one of three response patterns
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1. Molecular responders 2. Molecular non-responders
(MR) (MNR)
1 1
_ 1e-2 _ 1e2 ./-.
Characterization of observed ctDNA patterns % ted g: ted

ctDNA subgroup Patient criteria 1e6 1e6
ND

ND
1 0 o o o o o o o o o o
(=] f=1 f=3 (=) o [=1 [=] (=3
. . -— N o < -~ ~N ™ =
Molecular ctDNA was not detected at the last time point Days ffom beginning of herapy Days from beginning of therapy
responders (MR) 1 1
2 1e-2 1e-2
Molecular non- ctDNA was detected at the last time point = 3
responders (MNR) Z tes £ 1e4
> >
3. ; : 1e6 1e6
. ctDNA not detected at any time point N N
ctDNA negative pattern y P ND ND
: ; ; g < = s S 8 i S =t 8 8
Patients were not required to have a baseline (pre-treatment) evaluable sample. 2 < 8 S = m 8 S
ctDNA Days from beginning of therapy Days from beginning of therapy
@ Detected 0
© Notdeeced 3. ctDNA negative pattern
1
1e-2
= le-4
e &
<
LY
1e-6
RaDaR was used to measure plasma ctDNA during treatment and follow-up. (DG e O 0.20.00.00,00.0,.0)
Ungress ctDNA, circulating tumor DNA; eVAF, estimated variant allele frequency; MNR, molecular non-responder; o o o o o
MADRID m MR, molecular responder; mRNA, messenger RNA; ND, not detected. e & S =4
10 Al Days from beginning of therapy

moderna

© 2024 Moderna, Inc. All rights reserved.




Molecular non-responder ctDNA patterns associated with
the highest frequency of recurrence events

Total patients:
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N =157
(ITT set)
o/ CiDNA non-evaluable
" n=159 ctDNA longitudinal pattern Recurrence event®
¥ n =142 (101+41) 42/142
ciDNA evaluable®
n=142
tDNA negative pattern
[ oA 19112 (17%)
¥ il n =112 (79+33)
mRNA-4157 + pembrolizumab pembrolizumab
n=101 n=41 ctDNA positive MR
n= ‘r4 (12+2) 814 (57%)
ctDNA negative ctDNA negative
> pattern > pattern
n =79 (78.2%) n = 33 (80.5%) ctDNA positive MNR
_ 15/16 (94%)
v v n =16 (10+6)
ctDNA positive ctDNA positive
pattern pattern
n=22(21.8%) n=28(19.5%)
Molecular Molecular Molecular Molecular
responder non-responder responder non-responder
n =12 (54.5%) n =10 (45.5%) n =2 (25%) n =6 (75%)

+  Although limited by small numbers, in patients with a ctDNA positive result, MNR patterns are observed with higher frequency in the pembrolizumab monotherapy arm than the combination arm
(6/8 [75%] vs 10/22 [45.5%]). This will require additional evaluation with more patients, events, and temporal assessment of the longitudinal pattern with treatment cycle

2n = 15 treated patients non-evaluable for ¢tDNA (6/107 in combination and 9/50 in pembrolizumab) due to RADaR QC failures (low input, low variants, and cross-contamination). 2/15 patients with non-evaluable ctDNA reported recurrence events.
ongress bPatients were not required to have a baseline (pre-treatment) evaluable sample. CRecurrence event defined as the first recurrence [local, regional, or distant metastasis], a new primary melanoma, or death from any cause.
MADRID mc CtDNA, circulating tumor DNA: ITT, intent to treat; MNR, molecular non-responder; MR, molecular responder; mRNA, messenger RNA.
2023
"
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Moderna’s immuno-oncology pipeline: INT
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Ph1 Ph 2 Ph 3 Commercial

Adjuvant melanoma MRNA-4157 < ] ) €3 MERCK

Adjvant non-small cell lung cancer  oys 457 ) &
Individualized )
neoantigen (oeatsous squamous cell carcinoma  ,eNA-4157 D ) € MeRcK
therapy

Renal cell carcinoma (RCC) MRNA-4157 ¢« ] ) € MERCK

Bladder cancer MRNA-4157 (D ) € MERCK
Cancer antigen KRAS antigen specific therapy MRNA-5671 D )
specific
therapy Checkpoint antigen specific therapy MRNA-4359 (D )
Cancer OX40L/IL-23/IL-36 (Triplet) MRNA-2752 C ) )
the rapeutics Solid tumors/lymphoma

T-cell receptor bispecifics mmatics
External —
research Cell therapy enhancers '”E”ﬂﬁ
partnerships In vivo CAR-M carisma
*in partnership with Merck d W
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Adjuvant melanoma Phase 3 (mMRNA-4157 / V940) trial design

Primary endpoint is recurrence free survival compared to pembrolizumab

Patients with resected melanoma at high
risk of recurrence
Enrollment and randomization 2:1

A4 A\ 4
Combination treatment arm
(pembrolizumab and INT )

Up INT up to 9 doses g3w
Keytruda up to 9 doses gbw

Recurrence free survival (RFS)
Primary analysis

NCT05933577

Control treatment arm

(pembrolizumab and placebo)
Keytruda up to 9 doses gbw

© 2024 Moderna, Inc. All rights reserved.

Randomized, double-blind placebo
controlled, INT + pembrolizumalb (KEYTRUDA®)
vs. placebo + pembrolizumab (2:1)
(INTerpath-001)

Resected melanoma patients: stage IIB or
HC, i, IvV

Primary endpoint: recurrence free
survival (RFS)

Secondary endpoints: Distant Metastasis-Free
Survival (DMFS), Overall-Survival (OS)

Currently enrolling


https://clinicaltrials.gov/study/NCT05933577?intr=mrna-4157&rank=3

NSCLC Phase 3 (mRNA-4157 / V940) trial design

Primary endpoint is disease free survival compared to pembrolizumab

Randomized, double-blind placebo and active
Patients with resected NSCLC treated with comparator confrolled, INT + pembrolizumab
_ adluvant chemotherapy (KEYTRUDA®) vs. placebo + pembrolizumab (1:1)
nrollment and randomization 1
(INTerpath-002)
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Resected non-small cell lung cancer (NSCLC)
patients: stage Il, llIA, [lIB previously freated with
adjuvant chemotherapy
Combination treatmentarm
(pembrolizumab + INT) Control treatment arm ] ) ]
P (pembrolizumab + placebo) Primary endpoint: disease free
INT up to 9 doses g3w Keytruda up to 9 doses qow i
Keytruda up to 9 doses gbw Y P A survival (DFS)

Distant Metastasis-Free Survival (DMFS), Safety,
patient reported outcomes (PRO)

Disease free survival (DFS) Number of patients: ~868

l l Secondary endpoints: Overall-Survival (OS),

Primary analysis

Currently enrolling

NCT06077760

© 2024 Moderna, Inc. Allrightsreserved. e



https://clinicaltrials.gov/study/NCT06077760?term=mrna-4157&rank=3
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Neoadjuvant/adjuvant cutaneous squamous cell carcinoma
(mRNA-4157 / V940) ftrial design

Diagnosis confirmation,
screening, and eligibility

! !

Pembrolizumab
PLUS V940 with Sta"d(asf g g)f Care
soc

Primary endpoint

Event-free survival (EFS)

NCT06295809

© 2024 Moderna, Inc. All rights reserved.

!

Pembrolizumab
with SOC

l

Phase 2/3, adaptive, randomized, open-label,
clinical study (INTerpath-007)

Resectable cSCC patients: locally advanced
stage
Il — IV (mMO) without distant metastases

Secondary endpoints: Overall response rate
(ORR), freedom from surgery (FFS) rate,
pathological complete response (pCR) rate,
major pathological response (MPR) rate,
disease-free survival (DFS), disease-specific
survival (DSS), overall survival (OS)

Currently enrolling


NCT06295809
https://clinicaltrials.gov/study/NCT06295809?intr=v940&rank=5
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Adjuvant high risk muscle invasive bladder
cancer (mRNA-4157 / V940) trial design

Diagnosis confirmation,
screening, and eligibility

! !

Pembrolizumab Pembrolizumab
PLUS V940 PLUS placebo

Primary endpoint

Disease free survival (DFS)

NCT06305767

© 2024 Moderna, Inc. All rights reserved.

Phase 2, randomized, double-blind, placebo and active-
comparator controlled clinical study (INTerpath-005)

Patients with high-risk muscle invasive urothelial cancer
(MIUC), dominant histology of urothelial cancer (UC) and
high-risk pathologic disease after radical resection

Secondary endpoints: Overall survival (OS), distant
metastasis-free survival (DMFS), number of participants
who experience an adverse event (AE), number of
participants who discontinue study treatment due to an AE

Currently enrolling


NCT06295809
https://clinicaltrials.gov/study/NCT06305767?term=NCT06305767&rank=1
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Adjuvant renal cell carcinoma (mMRNA-4157 / V940) trial

design
Diagnosis confirmation,
screening, and eligibility
V940 PLUS Placebq PLUS
. pembrolizumab
pembrolizumab
only

! !

Primary endpoint

Disease free survival (DFS)

NCT06307431

© 2024 Moderna, Inc. All rights reserved.

Phase 2, randomized, double-blind, clinical study
(INTerpath-004)

Patients with histologically or cytologically confirmed
diagnosis of RCC with clear cell or papillary histology
and infermediate-high-risk, high-risk, or M1 no
evidence of disease (NED) RCC

Secondary endpoints: Overall survival (OS), distant
metastasis-free survival (DMFS), percentage of
participants who experience an adverse event (AE),
percentage of participants who discontinue study
treatment due to an AE

Currently enrolling


NCT06295809
https://clinicaltrials.gov/study/NCT06307431?term=NCT06307431&rank=1

INT has the potential to fransform the continuum of cancer
treatment by specifically harnessing T-cells

Approved checkpoint indications
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AR ANT AAETE A ST ST £|(SES

} Positive ’ Early ’ Resectable } Post > Positive } Unresectable }
Healthy cancer cancer cancer freatment cancer
. cancer Tx
screen mgmt . Tx . surveillance screen
INT initial Exploring opportunity

fOCUS ; — in Iqi'e-si'qge/
' metastatic settings
Phase 3 studies in

melanoma, NSCLC, cSCC Phase 1 data in metastatic
head and neck cancer

Phase 2 studies in renal
and bladder

moderna
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MRNA-4157 (V940) Individualized Neoantigen
Therapy + Pembrolizumab in Advanced
Unresectable HPV-negative Head and Neck
Carcinoma: Clinical Analysis

Julie E. Bauman,1 Ricklie A. Julian,2 Jessica L. Geiger,s Janice M. Mehnert,s Jeffrey M. Clarke,s Manish R.
Patel,s7 Martin Gutierrez,s Justin F. Gainor,s Shyam Srivats,io Zhaojie Zhang,0 Anjali Rao, 10 Vasudha
Sehgal, o Peijie Hou,10 Manju Morrissey, o lgor Feldman, o Lakshmi Srinivasan,io Praveen Aanur,io Michelle
Brown,0 Robert S. Meehanio

1George Washington University, Washington, DC, USA; 2University of Arizona Cancer Center, Tucson, AZ, USA; 3The Cleveland Clinic Foundation,
Cleveland, OH, USA; sPerimutter Cancer Center at NYU Langone Health, New York, NY, USA; sDuke University Medical Center, Durham, NC, USA;
sFlorida Cancer Specidlists, Sarasota, FL, USA; 7Sarah Cannon Research Institute, Nashville, TN, USA; sHackensack University Medical Center,
Hackensack, NJ, USA; sMassachusetts General Hospital, Boston, MA, USA; 1oModerna Inc., Cambridge, MA, USA
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MRNA-4157-P101/KEYNOTE-603 (NCT03313778) is an
ongoing Phase 1 study
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DOSE ESCALATION
(4 DOSE LEVELS: 004 - IMG) PartA ) PartB

(Adjuvant patients): (Metastatic patients):
monotherapy MRNA-4157+

MRNA-4157 pembrolizumab

|
DOSE EXPANSION Part C (CPI naive MSS CRC):
(MG FE MRNA-4157+pembrolizumab Part D (Adjuvant

melanoma patients):
MRNA-4157
+pembrolizumab

(Metastatic patients): Part C (CPI naive HPV-negative HPV(-)

L HNSCC):
+pembrolizuma MRNA-4157+pembrolizumab

Patients with human papillomavirus negative(HPV-) head and neck squamous cell carcinoma
(HNSCC) have poor prognosis with a 5-year survival rate <50%'; limited durable clinical
responses to PD1/PD-L1 blockade may be due to diminished effector cytolytic activity and
clonal diversity2=

1. Schiff BA. 2022. Oropharyngeal Squamous Cell Carcinoma. https://www.msdmanuals.com/en-gb/professional/ear,-nose,-and-throat-disorders/tumors-of-the-head-and-neck/oropharyngeal-squamous-cell-carcinoma.
Accessed March 7, 2024.; 2. Lechner A, et al. Oncotarget 2017;8:44418-44433.; 3. Wang J, et al. Sci Rep 2019;9:13404.; 4. Tosi A, et al. J Exp Clin Cancer Res 2022;41:279.; 5. Xu K, et al Br J Cancer 2020;123:932-941.

moderna
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MRNA-4157-P101/KEYNOTE-603 Part C trial design

HNSCC
HPV-
CPl-naive
advanced/metastic,
unresectable
N =28

200 mg pembrolizumab Q3W: up to 35 cycles )
Efficacy

follow-up

1 mg mRNA-4157 @Q3W: up to 9 cycles
n=22

Baseline
tumor

EoT, end of treatment.

© 2024 Moderna, Inc. All rights reserved.

Part C of this study enrolled patients 18 years
old with checkpoint inhibitor (CPI)-naive,
recurrent/metastatic HPV- HNSCC

Eligible patients received 200 mg
pembrolizumab Q3W IV during a é-week lead-in
(during mMRNA-4157 manufacture), then
combined with 1 mg mRNA-4157 forup to 9
doses Q3W IM, followed by pembrolizumab,
until disease progression, unacceptable toxicity,
or 35 total cycles of pembrolizumalb

Safety, tolerability, and preliminary clinical
response were assessed per RECIST v1.1 criteria

moderna



Baseline characteristics
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mRNA-4157 +
Baseline characteristics pembrolizumab
N =22
Sex, n (%)

Male 14 (63.6)

Female 8 (36.4)
Age, median (range), years 62.5 (29-81)

=65 years, n (%) 9(40.9)
ECOG PS score, n (%)

0 9 (40.9)

1 13 (59.1)
Prior immuno-oncology therapy, n 0
Number of prior systemic therapies, n (%)

0 3(13.6)

1 15 (68.2)

=2 4(18.2)
PD-L1, n

Not evaluable 7

CPS =1 15

CPS, combined positive score; ECOG PS, Eastern Cooperative Oncology Group performance

status; PD-L1, programmed death ligand-1.

© 2024 Moderna, Inc. All rights reserved.

Of 28 enrolled patients, 22
received mRNA-4157 +
pembrolizumalb; six discontinued
prior to receiving mRNA-4157 due
to death or disease progression/
deterioration and were not
included in this analysis. All patients
are off treatment as of the clinical
cutoff date (May 4, 2023)

moderna



Resulis: safety summary

Table 2. Summary of TEAEs in =2 patients

mRNA1ST pombrlizumal -+ Most mRNA-4157-related TEAES
L were grade 1-2; the most
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Al TEAES, n (%) 22 (100.0) 14(63.6) | common being influenza-like
mRNA-4157-related TEAE 15 (68.2) 3" (13.6) : i A PR :
il S ; | |Ilness_, injection-site pain, and
Injection-site pain 8 (36.4) 0 : pyrex|c|
Pyrexia 8 (36.4) 1(4.5)
Fatigue 6 (27.3) 0 .
Vaccination-site pain 6 (273) 0 « The safety profile was consistent
e gg}gg; : with mMRNA-4157 monotherapy
Headache 2(9.1) 0 and the well-characterized safety
Injection-site erythema 2(9.1) 0 fl f b | b _I_h AE
Lipase increased 2(9.1) 1(4.5) profie or pemuorolizuman, Wi S
Lymphocyte count decreased 2(9.1) 1(4.9) being mOnOged WlTh eSTOb”Shed
Pain in extremity 2(91) 0

management guidelines

*Defined as any event not present before exposure to mRNA-4157 or pembrolizumab, or any present event that worsens in intensity or frequency after exposure to study drug; *Grade 3 AEs were
related to both mRNA-4157 and pembrolizumab; there were no grade 4 or 5 AEs related to mRNA-4157.

TEAE, treatment-emergent adverse event.

moderna
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Results: clinical response

3 « The objective response rate was 27.3% (6/22, 95%CI
Percent change of target lesion from baseline over time 10.7-50.2) and disease control rate was 63.6%(14/22
3 95% CI 40.7-82.8), with best overall responses of 2 (9.1%)
complete and 4 (18.2%) partial responses, and 8 (36.4%)
stable disease at data cutoff

-
=
o
Q
V)
<
)
O
=
)
O
©)
>

300+

200 4

«  Kaplan-Meier estimated median (95% CI) progression-
free survival and overall survival were 15.0 (11.6-38.6)
weeks and 107.1 (42.7-NE) weeks, respectively

100

Change in target lesion diameter from baseline (%)
1

NI oA e ~+ After the clinical cutoff date, the median (range)
B A e follow-up was 38.4 (11.7-194.9) weeks
o Tee e e e e e « 8 (36.4%) patients completed 9 doses of MRNA-4157

T sy T (median 5.5 doses, range 1-9). Median (range)

Tumor type = HPV-HNSCC. == CR 6= PR -6 SD == PD =On Firsfnew lesion treatment duration of mMRNA-4157 was 13.8 (0.1-26.1)
The vertical reference line marlfsthescheduled st_artomeNA~41§7+pembmlizumgbdosing ‘ WeekS, Ond 20] (6]_680) Weeks for pembro“zumgb
Q3W that followed the pembrolizumab Q3W lead-in dose. The horizontal reference lines are 1 . .
plotted at y = 20 for PD (=20% increase in the sum of diameters of target lesions) and y = —30 MOST p(]'l'leﬂ'l's (n = ]9/22, 864%) recelved 2 CYCleS Of
for PR (=30% decrease in the sum of diameters of target lesions). ‘ . o
CR, complete response; PD, progressive disease; PR, partial response; SD, stable disease. : |eOd_|n pembrO“ZijOb (rcngel 2_4 CyC|eS)

moderna
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Early-stage clinical
oncology programs

Kyle Holen

Senior Vice President, Development,
Oncology and Therapeutics
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MRNA-4359 mechanism of action

Activated T cell

PD-L1-specific
T-cell activation

p

)
< LNP

e

IDO-specific
T-cell activation

Encoded IDO/PD-L1
concatemers on a single
MRNA formulated in lipid
nanoparticles is
administered through

inframuscular (IM) injection.

© 2024 Moderna, Inc. All rights reserved.

5'Region Coding Re;im (ORF}

Cytosol Nucleus

Polypeptides encoding immunogenic sequences are
translated from mRNAs released info the cytosol of
antfigen presenting cells, are processed via the
antigen presentation machinery, and displayed via
HLAs to prime and boost specific T cell clones
against IDO and PD-L1.

~J<a

Tumor killing by ~ aPD-1Ab
antigen-specific delivery a_mphﬁes
activated T cells cytotoxic T-cell

response

Tumor-specific
cytotoxic T cell

Suppressed cytotoxic T cell
+

Cancer cell killing and the reduction of regulatory immune
cells within the tumor microenvironment by IDO/PD-L1-specific
activated T cells. This creates an immune-permissive tumor
microenvironment. Further T cell priming leads to recognition
of additional fumor-associated antfigens and to tumor killing by
additional tumor-specific cytotoxic T cells.

Systemic PD-1/PD-L1 blockade may further amplify the effect,
leading to further immune activation and superior disease
control.
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Checkpoint antigen specific therapy (mRNA-4359) is ongoing in
a Phase 1/2 study; now enrolling Phase 2 cohort

Arm 1a (Dose Escalation)

H : Monotherapy
Key Objec’rlves Advanced or Metastatic Solid
- Safety and tolerability of mRNA- Tumors — COMPLETED

4359 alone and in combination

with pembrolizumab
Arm 1b (Dose Confirmation)
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- Anfitumor activity of mRNA-4359 Cellaineiion Ineie iy
. . . . Advanced or Metastatic
alone and in combinafion with Checkpoint Inhibitor
pembrolizumab (ORR, DCR, DOR, Refractory Melanoma/NSCLC
PFS) — COMPLETED

_____________ - MTD/RDE
- T-cell profile changes (peripheral

and tumor) after treatment of Arm 2 (Expansion) LU NSCLC. PDLT TPS
MRNA-4359 alone orin Combination Therapy S50%
combination with pembrolizumab Specific 1¢' Line Metastatic
Cancer Types — CURRENTLY
ENROLLING 1L Melanoma

moderna
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Triplet (OX40L/IL-23/IL-36Y) (MRNA-2752) overview

Moderna’s technology enables novel combinations of targets
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Cytosol Nucleus
Intfratumoral delivery may enable delivery of targets locally that are too toxic when

administered systemically
moderna
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Triplet (MRNA-2752) is ongoing in a Phase 1 study;
patients dosed in combination with durvalumab

Key Objectives

Evaluate safety and tolerability of
MRNA-2752 administered alone and
in combination with PD-L1 inhibitor

Define maximum tolerated dose
(MTD) and recommended dose for
expansion for mMRNA-2752 alone and
in combination with durvalumalb

Secondary Objectives: (1) Anti-
tumor activity, (2) Protein expression
in tumors and (3) Pharmacokinetics

© 2024 Moderna, Inc. All rights reserved.

Combination
MRNA-2752 + durvalumab
Dose escalation;
Accessible solid tumors and lymphomas

Dose confirmation
Visceral solid tumors and lymphomas

Dose expansion

Melanoma (CPI refractory)
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Investigator sponsored ductal carcinoma in situ (DCIS) study with
Triplet (OX40L/IL-23/IL-36Y) (MRNA-2752)

Core Biopsy @ ________________ , Tissue sections prepared
DCIS forimmunologic assays

Pre-tx MRI

l | l

Intra-tumoral
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Infra-tumoral pembrolizumab + Infra-tumoral mRNA-
pembrolizumab MRNA-2752 2752
Pre-op MRI

Surgicalresection  _______________._ _ Tissue sections prepared
MD/pt choice for immunologic assays
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External Oncology
Research Partnerships

Rose Loughlin

Senior Vice President,
Research and Early Development
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4 Moderna immuno-oncology pipeline: partnerships
=
S
E Ph1 Ph2 Ph3 Commercial
6 Adjuvant melanoma MRNA-4157 < ] ) €3 MERCK
Q Adi -
juvant non-small cell lung cancer : ——
<</(> - . (NSCLC) MRNA-4157 ) € MERCK
Individualized '
© neoantigen (oeatsous squamous cell carcinoma  ,eNA-4157 D ) € MeRcK
o therapy
6 Renal cell carcinoma (RCC) MRNA-4157 ¢« ] ) € MERCK
O
§ Bladder cancer MRNA-4157 (D ) € MERCK
Cancer antigen KRAS antigen specific therapy MRNA-5671 D )
specific
therapy Checkpoint antigen specific therapy MRNA-4359 (D )
Cancer OX40L/IL-23/IL-36 (Triplet) C
- (]
therapeutics Solid tumors/lymphoma MRNA-2752 )
T-cell receptor bispecifics mmatics
External —
research Cell therapy enhancers '”E”ﬂﬁ
partnerships In vivo CAR-M carisma
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We established partnerships to extend the reach of our mRNA
oncology franchise

W0 : -
: % Carisimad
ImmOtICS mOdernO THERAPEUTICS
ICR bispecifics =~ In vivo CAR-M
(L
IMMATICS
CARSDEN
Cell Therapy
Enhancers
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In vivo expression of TCR bispecifics with mRNA

technology
An’ri—CiCS TCR
.
-

Cancer Cell

T-Cell

© 2024 Moderna, Inc. All rights reserved.

VG
IMMAtICS

TCR-based therapies unlock the entire proteome,
including infracellular anfigens

TCR bispecifics direct T cells to recognize and Kill
cancer cells that display target antigen

Collaboration leverages Moderna’s mRNA
technology for in vivo expression of Immatics’
half-life extended TCR bispecifics TCER®

Two of Immatics' TCR bispecifics are currently in
Phase 1 clinical trials

moderna
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4 MRNA enhancers to boost ex vivo T cell therapies
£ CARSDEN
o
o.
o)
7
g We have established collaborations to combine
o Cancer Cell MRNA enhancers with ex vivo T cell therapies
g _____________________________________________________________________________________________________
o N . : :
> V4 Immatics: Evaluation of Immatics' IMA203 TCR-T
therapy targeting PRAME in combination with
) /4 Moderna’s PRAME mRNA enhancer
()
0
Engineered CARsgen: Evaluation of CARsgen’s CT041 CAR-T
APC T-Cell therapy targeting CLDN18.2 in combination with
Moderna’s CLDN18.2 mRNA enhancer
moderna
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In vivo CAR-M: redirecting endogenous myeloid cells Carisma
with mRNA technology

In vivo cell therapy approach to engineer chimeric
antigen receptors (CARs) in myeloid cells
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; . Combines Carisma’s expertise in engineered myeloid cell
' Myeloid Cell biology and Moderna’s mRNA technology platform

CAR-M aims to direct myeloid cells to overcome barriers to
Cancer Cell successful iImmunotherapy, particularly for solid tumors

Ex vivo CAR-M (HER2) CT-0508 was well tolerated and
demonstrated MOA (trafficking, immune activation and T
cell clonal expansion in TME) in Phase 1 trial
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Appendix
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INT: Phase 1 Head & Neck immunogenicity data

Neoantigen-reactive T cell response to neoantigen
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Sustained de novo T cell | peptide pools
induction to targeted |
. . | 1250
neoantigens was seen in 5/5 | | . .
. . ] mmunogenicity was evaluable in
available patient samples g 5/22 (22.7%) patients with all 3

timepoints; 7 patients had
insufficient sample quantity or
quality. Data are plotted as sum of
responses to mRNA-4157-specific
750 neoantigen peptide pools (mix of
individualized neoantigen
peptides) at indicated timepoints
during freatment. Patients with CR,
PR, or SD were classified as
‘disease control’ and patients with
PD were classified as ‘no disease
250 control’.

DC, disease control; NDC, no
disease control; SFU, spot forming
unit

1000+

(Figure 3); IFN-° responses were
higher post mMRNA-4157 +
pembrolizumab compared
with baseline

5004

Combined neoantigen pools (SFU/1x10°® cells)

Pre-treatment Post-pembrolizumab, Post-pembrolizumab,
pre-mRNA-4157 post-mRNA-4157

Patient ® Patient1(DC) ® Patient 2 (NDC) Patient 3 (DC) = Patient 4 (DC) ® Patient 5 (DC)
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